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In this talk | will describe how we are using metagenomic and metatranscriptomic approaches to gain
Insight into the denitrification community in two sites in the Northeastern United States. One, Cornell

Farms, has neutral pH soils and Is adjacent to actively farmed fields. The second is the Hubbard Brook

Experimental Forest. This site has low pH soils and has never been used for agriculture. | will also

present data from a third study in which soils were experimentally manipulated to test the effect of
oxygen legacy on the denitrification community. We have found that metagenomics can provide
unique Insights Into the denitrifiers In disparate soil types and the results of these studies have
provided evidence for some unexpected correlations between the environment and the type and

frequency of occurrence of denitrification genes.
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